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OIPE 



APPLICATION 


NUMBER: 


60/198, 


293 


FILING DATE 


2000-04 


-19 




APPLICATION 


NUMBER: 


60/198, 


645 


FILING DATE 


2000-04 


-20 




APPLICATION 


NUMBER: 


60/210, 


809 


FILING DATE 


2000-06 


-09 




APPLICATION 


NUMBER ; 


60/199 , 


476 


FILING DATE 


2000-04 


-26 




APPLICATION 


NUMBER: 


60/200,025 


FILING DATE 


2000-04 


-26 




APPLICATION 


NUMBER: 


6 0/1! 2 4 , 


610 


FILING DATE 


2000-08 


-11 




APPLICATION 


NUMBER: 


60/200 , 024 


FILING DATE 


2000-04 


-26 




APPLICATION 


NUMBER: 


60/199, 


880 


FILING DATE 


2000-04 


-26 




APPLICATION 


NUMBER: 


60/218, 591 


FILING DATE 


2000-07 


-17 




APPLICATION 


NUMBER: 


60/271, 


814 


FILING DATE 


2001-02 


-27 




APPLICATION 


NUMBER: 


60/215, 


855 


FILING DATE 


2000-07 


-03 




APPLICATION 


NUMBER: 


09/839, 446 


FILING DATE 


2001-04 


-19 





|F N T E R 



0- 



RAW SEQUENCE LISTING DATE: 11/13/2001 

PATENT APPLICATION: US/0 9/8 9 8,57 0 TIME: 14:55:33 

Input Set : A:\15976cip.app 

Output Set: N:\CRF3\11132001\I898570.raw 

3 <110> APPLICANT: GERLACH, VALERIE L. 

4 ELLERMAN, KAREN 

5 MACDOUGALL, JOHN R. 

6 SMITHSON, GLENNDA 

8 <120> TITLE OF INVENTION: NOVEL HUMAN PROTEINS , POLYNUCLEOTIDES ENCODING THEM AND 

9 METHODS OF USING THE SAME 

11 <130> FILE REFERENCE: 15966-776CIP 

13 <140> CURRENT APPLICATION NUMBER: 09/898,570 

14 <141> CURRENT FILING DATE: 2001-07-03 

16 <150> PRI 

17 <151> PRI 

19 <150> PRI 

20 <151> PRI_ 

22 <150> PRIOR APPLICATION NUMBER: 60/210,809 

23 <151> PRIOR FILING DATE : 2000-06-09 c '/ 

25 <150> PRIOR 

26 <151> PRIOR 

28 <:150:> PRIOR 

29 <151> PRIOR FILING DATE: 2000-04-26 V 

31 <150> PRI 

32 <151> PRI 

34 <150> PRI 

35 <:151> PRI 

37 <150> PRI 

38 <151> PRI 

40 <150> PRI 

41 <151> PRI 
4 3 <150> PRI 
44 <151> PRI 

46 <150> PRI 

47 <151> PRI 

49 <150> PRI 

50 <151> PRI 

52 <160> NUMBER OF SEQ ID NOS : 58 
54 <170> SOFTWARE: Patentln Ver . 2.1 

56 <210> SEQ ID NO: 1 

57 <211> LENGTH: 1875 

58 <212> TYPE: DNA ^ J 

59 <213> ORGANISM: Unknown Organism 

61 <^220> FEATURE: 

62 <223> OTHER INFORMATION: Description of Unknown Organism: POLYX 

63 GM_83055392_A 

65 <400> SEQUENCE: 1 

66 ttggaagaga tggtcctggc tttccagtta gtctccttca cctacatctg gatcatattg 60 

67 aaaccaaatg tttgtgctgc ttctaacatc aaqatgacac accagcggtg ctcctcttca 120 

68 atgaaacaaa cctggatgca agaaactaga atgaagaaag atgacagtac caaagcgcgg 180 

69 cctcagaaat atgagcaact tctccatata gaggacaacg atttcgcaat gagacctgga 240 
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PATENT APPLICATION: US/09/898,570 



DATE: 11/13/2001 
TIME: 14:55:33 



Input Set : A:\15976cip.app 

Output Set: N:\CRF3\11132001\I898570.raw 

70 tttggaggtt ctccagtgcc agtaggtata gatgtccatg ttgaaagcat tgacagcatt 300 

71 tcagagacta acatggactt tacaatgact ttttatctca ggcattactg gaaagacgag 360 

72 aggctctcct ttcctagcac agcaaacaaa agcatgacat ttgatcatag acacttgcgg 420 

73 tattcgttat tcatcagaag gctgtatctg ttatactgcc agaggtcttt cttctcaccc 480 

74 tcatccatac ttccctcatc tccagacatc catgcacctg gtacatctaa aagcagtttg 540 

75 tctgatagcc ttgtatgtat atctgaaaaa aacttgccag gacacagtaa aaacacacct 600 

76 cttgcaatgt cagatgtagc ctacaatgag gatgacctaa tgctatactg gaaacacgga 660 

77 aacaagtcct taaatactga agaacatatg tccctttctc agttcttcat tgaagacttc 720 

78 agtgcatcta gtggattagc tttctatagc agcacaggta cagcatttta catgggtgat 780 

79 tcatcagcat ttattggaca tctactgttt ttgatctgga gttccaggaa aagaccaggt 840 

80 ttagagatgt tgggtttggg aattctcaga atctgggtaa taactagagc catggataag 900 

81 aaaatggaaa tgggaatcac cacagtgctg accatgtcca caatcatcac tgctgtgagc 960 

82 gcctccatgc cccaggtgtc ctacctcaag gctgtggatg tgtacctgtg ggtcagctcc 1020 

8 3 ctctttgtgt tcctgtcagt cattgagtat gcagctgtga actacctcac cacagtggaa 1080 

84 gagcggaaac aattcaaaaa aagtttttca aagatttcta ggatgtacaa tattgatgca 1140 

85 gttcaagcta tggcctttga tggttgttac catgacagcg agattgacat ggaccagact 1200 

86 tccctctctc taaactcaga agacttcatg agaagaaaat cgatatgcag ccccagcacc 1260 

87 gattcatctc ggataaagag aagaaaatcc ctaggaggac atgttggtag aatcattctg 1320 

88 gaaaacaacc atgtcattga cacctattct aggattttat tccccattgt gtatatcttt 1380 

89 tttaatttgt tttactgggg tgtatatgta tgaaggggaa tttcaaatgt atacaacttt 1440 

90 aaagccagat gatgtttaaa aacaaaactc ttgaatatga gttggatagt cctagatgga 1500 

91 actgggaaag agcaagtcac ctctcctgcc ctaatgaaaa tttgaaagct gtctgattta 1560 

92 catctaagaa agagtttagg tcctagaaaa gtttgactcc ataaataaga gtcataggca 1620 

9 3 tgtgtattat gggaaaaaca gttttccatt gggaagggct ttataactac ttcatctgaa 1680 

94 ccctccttct ttcttaatga aatgttcttt atttaactag ggaagaaagc tggactataa 1740 

95 caataattca aagatatttt gtttcttagt gccagccaag tgcctggtta tctaccagag 1800 

96 ctcaaccgtc ctaggcaaga acatccacat agaggtggta tcatccacac tcacacagct 1860 

97 gagaatccta tgaag 1875 

100 <210> SEQ ID NO: 2 

101 <211> LENGTH: 467 

102 <212> TYPE: PRT 

103 <213> ORGANISM: Unknown Organism 

10 5 <2 2 0> FEATURE: 

106 <223> OTHER INFORMATION: Description of Unknown Organism: POLYX 

107 GM_83055392_A 

110 <400> SEQUENCE: 2 

111 Met Val Leu Ala Phe Gin Leu Val Ser Phe Thr Tyr lie Trp lie lie 

112 15 10 15 

114 Leu Lys Pro Asn Val Cys Ala Ala Ser Asn lie Lys Met Thr His Gin 

115 20 25 30 

117 Arg Cys Ser Ser Ser Met Lys Gin Thr Trp Met Gin Glu Thr Arg Met 

118 35 40 45 

120 Lys Lys Asp Asp Ser Thr Lys Ala Arg Pro Gin Lys Tyr Glu Gin Leu 

121 50 55 60 

123 Leu His lie Glu Asp Asn Asp Phe Ala Met Arg Pro Gly Phe Gly Gly 

124 65 70 75 80 

126 Ser Pro Val Pro Val Gly lie Asp Val His Val Glu Ser lie Asp Ser 

127 85 90 95 

129 lie Ser Glu Thr Asn Met Asp Phe Thr Met Thr Phe Tyr Leu Arg His 
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130 



100 



105 



110 



132 Tyr Trp Lys Asp Glu Arg Leu Ser Phe Pro Ser Thr Ala Asn Lys Ser 

133 115 120 125 

135 Met Thr Phe Asp His Arg His Leu Arg Tyr Ser Leu Phe lie Arg Arg 

136 130 135 140 

138 Leu Tyr Leu Leu Tyr Cys Gin Arg Ser Phe Phe Ser Pro Ser Ser lie 

139 145 150 155 160 

141 Leu Pro Ser Ser Pro Asp lie His Ala Pro Gly Thr Ser Lys Ser Ser 

142 165 170 175 

144 Leu Ser Asp Ser Leu Val Cys lie Ser Glu Lys Asn Leu Pro Gly His 

145 180 185 190 

147 Ser Lys Asn Thr Pro Leu Ala Met Ser Asp Val Ala Tyr Asn Glu Asp 

148 195 200 205 

150 Asp Leu Met Leu Tyr Trp Lys His Gly Asn Lys Ser Leu Asn Thr Glu 

151 210 215 220 

153 Glu His Met Ser Leu Ser Gin Phe Phe lie Glu Asp Phe Ser Ala Ser 

154 225 230 235 240 

156 Ser Gly Leu Ala Phe Tyr Ser Ser Thr Gly Thr Ala Phe Tyr Met Gly 

157 245 250 255 

159 Asp Ser Ser Ala Phe lie Gly His Leu Leu Phe Leu lie Trp Ser Ser 
16 0 2 60 265 270 

162 Arg Lys Arg Pro Gly Leu Glu Met Leu Gly Leu Gly lie Leu Arg lie 

163 275 280 285 

165 Trp Val lie Thr Arg Ala Met Asp Lys Lys Met Glu Met Gly lie Thr 

166 290 295 300 

168 Thr Val Leu Thr Met Ser Thr lie lie Thr Ala Val Ser Ala Ser Met 

169 305 310 315 320 

171 Pro Gin Val Ser Tyr Leu Lys Ala Val Asp Val Tyr Leu Trp Val Ser 

172 325 330 335 

174 Ser Leu Phe Val Phe Leu Ser Val He Glu Tyr Ala Ala Val Asn Tyr 

175 340 345 350 

177 Leu Thr Thr Val Glu Glu Arg Lys Gin Phe Lys Lys Ser Phe Ser Lys 

178 355 360 365 

180 He Ser Arg Met Tyr Asn He Asp Ala Val Gin Ala Met Ala Phe Asp 

181 370 375 380 

183 Gly Cys Tyr His Asp Ser Glu He Asp Met Asp Gin Thr Ser Leu Ser 

184 385 390 395 400 

186 Leu Asn Ser Glu Asp Phe Met Arg Arg Lys Ser He Cys Ser Pro Ser 

187 405 410 415 

189 Thr Asp Ser Ser Arg He Lys Arg Arg Lys Ser Leu Gly Gly His Val 

190 420 425 430 

192 Gly Arg He He Leu Glu Asn Asn His Val lie Asp Thr Tyr Ser Arg 

193 435 440 445 

195 He Leu Phe Pro He Val Tyr He Phe Phe Asn Leu Phe Tyr Trp Gly 

196 450 455 460 

198 Val Tyr Val 

199 465 

202 <210> SEQ ID NO: 3 

203 <211> LENGTH: 1417 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/898,570 



DATE: 11/13/2001 
TIME: 14:55:33 



Input Set : A:\15976cip.app 

Output Set: N:\CRF3\I1132001\I898570.raw 



204 
205 
207 
208 
209 
211 
212 
213 
214 
215 
216 
217 
218 
219 
220 
221 

22 3 
224 
225 
226 
227 
228 
229 
230 
231 
232 
233 
234 
235 
238 
239 
24 0 
241 
2 4 3 
2 4 4 
24 5 
247 
248 
249 
251 
252 
2 54 
255 
257 
258 
260 
261 
263 



<212> 
<213> 
<220> 
<223> 

<400> 

qqaagagatg 
ttqtgctgct 
cagcaaacaa 
tqagcaactt 
tccagtgcca 
catggacttt 
toctagcaca 
qcetgatatc 
tatcatgctg 
qqccatgtgc 
a^tggaaagc 
ct.taaatact 
tagtggatta 
Lqtgctaagg 
gqtgatgctt 
c ctgggaatc 
gccccaggtg 
gttcctgtca 
acaattcaag 
gqcctttgat 
aaactcagaa 
gataaagaga 
tgtcattgac 
ttactggggt 
O10> SEQ 
v211> 
<:212> 
<-:213> 
<220> 
<:223> 

^400> 
Met Val Leu Ala 
1 

Leu Val 



TYPE: DNA 
ORGANISM: 
FEATURE: 

OTHER INFORMATION 
83055392 
SEQUENCE : 3 

gtcctggctt 
tctaacatca 
gaaactagaa 
ctccatatag 
gtaggtatag 
acaatgactt 
gcaaacaaaa 
ttttttgtcc 
cgcgtacacc 
tttatggatt 
gcctacaatg 
gaagaacata 
gctttctata 
aggcatgttt 
tcatgggttt 
accacagtgc 
tcctacctca 
gtcattgagt 
aagacaggaa 
ggttgttacc 
gacttcatga 
agaaaatccc 
acctattcta 
gtatatgtat 
ID NO: 4 
LENGTH: 464 
TYPE: PRT 
ORGANISM: Unknown 
FEATURE: 

OTHER INFORMATION 
83055392 
SEQUENCE 



Unknown Organism 



Description of Unknown Organism: POLYX 



tccagttagt 
agatgacaca 
tgaagaaaga 
aggacaacga 
atgtccatgt 
tttatctcag 
gcatgacatt 
actctaaaag 
ctgatggaaa 
tcagcaggtt 
aggatgacct 
tgtccctttc 
gcagcacaac 
tcttctttgt 
cattttggat 
tgaccatgtc 
aggctgtgga 
atgcagctgt 
agatttctag 
atgacagcga 
gaagaaaatc 
taggaggaca 
ggattttatt 
gaaggggaat 



Organism 



ctccttcacc 
ccagcggtgc 
tgacagtacc 
tttcgcaatg 
tgaaagcatt 
gcattactgg 
tgatcataga 
atccttcatc 
cgtcctccta 
tcctcttgac 
aatgctatac 
tcagttcttc 
aggctggtac 
gctgccaacc 
tgaccgaaga 
cacaatcatc 
tgtgtacctg 
gaactacctc 
gatgtacaat 
gattgacatg 



tacatctgga 
tcctcttcaa 
aaagcgcggc 
agacctggat 
gacagcattt 
aaagacgaga 
ttgaccagaa 
catgatacaa 
agtctcagga 
actcaaaatt 
tggaaacacg 
attgaagact 
aataggcttt 
tatttcccag 
gctgttcctg 
actgctgtga 
tgggtcagct 
accacagtgg 
attgatgcag 
gaccagactt 



gatatgcagc cccagcaccg 
tgttggtaga atcattctgg 
ccccattgtg tatattttat 
ttcaaat 



tcatattggt 
tgaaacaaac 
ctcagaaata 
ttggaggttc 
cagagactaa 
ggctctcctt 
agatctgggt 
ctatggagaa 
taacggtttc 
gttctcttga 
gaaacaagtc 
tcagtgcatc 
tcatcatctc 
ccatattgat 
caagagtttc 
gcgcctccat 
ccctctttgt 
aagagcggaa 
ttcaagctat 
ccctctctct 
attcatctcg 
aaaacaacca 
ttaatttgtt 



60 

120 

180 

240 

300 

360 

420 

480 

54 0 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

13 80 

1417 



Description of Unknown Organism: POLYX 



Cys 



Ser Ser Met 
35 

Asp Ser Thr 

50 

Glu Asp Asn 
65 

Pro Val Gly 



Ala 
20 
Lvs 



4 

Phe 
5 

Ala 



Gin Leu Val Ser 



Ser Asn lie 



Gin Thr Ser 



Lys Ala Arg 



Asp Phe 



lie Asp 



Ala 
70 
Val 



Pro 
55 
Met 



Lys 
40 
Gin 



Lys 
25 
Gin 



Phe 
10 
Met 



Thr Tyr lie Trp 



Thr His Gin 



Glu Thr Arg 



Met 
4 5 
Leu 



Arg 
30 
Lys 



He He 
15 

Cys Ser 
Lys Asp 



Leu His He 



Lys Tyr Glu Gin 
60 

Pro Gly Phe Gly Gly Ser Pro 
75 

His Val Glu Ser He Asp 



Arg 



Ser He 



Val 
80 

Ser Glu 



file://C:\CRF3\Outhold\VsrI898570.htm 



1/13/01 



Page 5 of 7 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/898 , 570 



DATE: 11/13/2001 
TIME: 14:55:33 



Input Set : A:\15976cip.app 

Output Set: N:\CRF3\11132001\I898570.raw 



264 



85 



90 



95 



266 Thr Asn Met Asp Phe Thr Met Thr Phe Tyr Leu Arg His Tyr Trp Lys 

267 100 105 110 

269 Asp Glu Arg Leu Ser Phe Pro Ser Thr Ala Asn Lys Ser Met Thr Phe 

270 115 120 125 

272 Asp His Arg Leu Thr Arg Lys lie Trp Val Pro Asp lie Phe Phe Val 
27* 130 135 140 

275 His Ser Lys Arg Ser Phe lie His Asp Thr Thr Met Glu Asn lie Met 
J76 145 150 155 160 

278 Leu Arg Val His Pro Asp Gly Asn Val Leu Leu Ser Leu Arg lie Thr 

279 165 170 175 

281 Val Ser Ala Met Cys Phe Met Asp Phe Ser Arg Phe Pro Leu Asp Thr 

282 180 185 190 

284 Gin Asn Cys Ser Leu Glu Leu Glu Ser Ala Tyr Asn Glu Asp Asp Leu 

285 195 200 205 

287 Met Leu Tyr Trp Lys His Gly Asn Lys Ser Leu Asn Thr Glu Glu His 

288 210 215 220 

290 Met Ser Leu Ser Gin Phe Phe lie Glu Asp Phe Ser Ala Ser Ser Gly 

291 225 230 235 240 

293 Leu Ala Phe Tyr Ser Ser Thr Thr Gly Trp Tyr Asn Arg Leu Phe lie 

294 245 250 255 

296 lie Ser Val Leu Arg Arg His Val Phe Phe Phe Val Leu Pro Thr Tyr 

297 260 265 270 

299 Phe Pro Ala lie Leu Met Val Met Leu Ser Trp Val Ser Phe Trp lie 

300 275 280 285 

302 Asp Arg Arg Ala Val Pro Ala Arg Val Ser Leu Gly lie Thr Thr Val 

303 290 295 300 

305 Leu Thr Met Ser Thr lie He Thr Ala Val Ser Ala Ser Met Pro Gin 

306 305 310 315 320 

308 Val Ser Tyr Leu Lys Ala Val Asp Val Tyr Leu Trp Val Ser Ser Leu 

309 325 330 335 

311 Phe Val Phe Leu Ser Val He Glu Tyr Ala Ala Val Asn Tyr Leu Thr 

312 340 345 350 

314 Thr Val Glu Glu Arg Lys Gin Phe Lys Lys Thr Gly Lys He Ser Arg 

315 355 360 365 

317 Met Tyr Asn lie Asp Ala Val Gin Ala Met Ala Phe Asp Gly Cys Tyr 

318 370 375 380 

320 His Asp Ser Glu He Asp Met Asp Gin Thr Ser Leu Ser Leu Asn Ser 

321 385 390 395 400 

323 Glu Asp Phe Met Arg Arg Lys Ser He Cys Ser Pro Ser Thr Asp Ser 

324 405 410 415 

326 Ser Arg He Lys Arg Arg Lys Ser Leu Gly Gly His Val Gly Arg He 

327 420 425 430 

329 He Leu Glu Asn Asn His Val He Asp Thr Tyr Ser Arg He Leu Phe 

330 435 440 445 

332 Pro He Val Tyr He Leu Phe Asn Leu Phe Tyr Trp Gly Val Tyr Val 

333 450 455 460 

339 <210> SEQ ID NO: 5 

340 <211> LENGTH: 1444 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/898,57 0 



DATE : 11/13/2001 
TIME: 14:55:34 



Input Set : A:\15976cip.app 

Output Set: N:\CRF3\111320 01\I8 98 5 7 0.raw 



L: 1947 M: 341 W 
L: 2115 M: 341 W 
L: 3476 M: 341 W 



(46) "n" or "Xaa" used, for SEQ ID#:21 
(46) "n" or "Xaa" used, for SEQ ID#:22 
(46) "n" or "Xaa" used, for SEQ ID#:39 



file://C:\CRF3\Outhold\VsrI898570.htm 



11/13/01 



